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Molecular biology has changed dramatically over the past two
decades. Until the early 1990s genes were studied one at a time
by small teams of researchers; today entire genomes are
sequenced by internationally collaborating laboratories. In the
bygone gene-centered era the accumulation of data was the
rate-limiting step in research. Now that step is often data
interpretation. This is increasingly dependent on
computational methods and as a consequence, computational
biology has emerged in the past decade as a new subdiscipline
of biology. This introduction to computational biology is
centered on the analysis of molecular sequence data. There
are two closely connected aspects to biological sequences: (i)
their relative position in the space of all other sequences, and
(ii) their movement through this sequence space in
evolutionary time. Accordingly, the first part of the book deals
with classical methods of sequence analysis: pairwise
alignment, exact string matching, multiple alignment, and
hidden Markov models. In the second part evolutionary time
takes center stage and phylogenetic reconstruction, the
analysis of sequence variation, and the dynamics of genes in
populations are explained in detail. In addition, the book
contains a computer program with a graphical user
interface...
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The ebook is straightforward in go through preferable to recognize. It typically does not charge too much. Its been
designed in an exceptionally straightforward way and it is just following i finished reading this book where basically
altered me, affect the way i really believe.
-- Dr . R eta  Mur phy-- Dr . R eta  Mur phy

It becomes an amazing pdf which i actually have at any time read through. This can be for all those who statte there
had not been a worthy of reading through. You wont sense monotony at anytime of your own time (that's what
catalogues are for relating to should you check with me).
-- Cla ud K r is-- Cla ud K r is
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